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Influenza Immunization
Influenza is among the diseases that still cause a significant socioeconomic burden on people, especially in developing countries. Currently, influenza’s vaccine efficacy stands at 60 percent, which is very low. The limited breakthrough in influenza vaccine development for decades is due to the complex structure of the Influenza A Virus (IAV). The IAV causes infectious flu that affects the respiratory system.
Scientists’ and researchers’ inability to develop a “universal” vaccine for IAV is due to the complexity of the virus’s structure. IAV has a negative-strand RNA genome, enabling antigenic drift and antigenic shift (Bouvier & Palese, 2008). What causes rapid antigenic shift in IAV? And, does it provide a clue to a possible method for developing a “universal” Influenza vaccine? Based on the rapid replication of IVA, what is the best virus site should the vaccine target?  IVA’s structure further enables rapid antigenic evolution of its hemagglutinin (HA), neuraminidase, and glycoproteins surface (Altman, Angeletti, & Yewdell, 2018). The rapid antigenic evolution of the virus makes it hard to develop an effective vaccine. Can MRNA vaccine adapt to the antigenic evolution and remain effective?  Crowe (2019) notes that the vaccine aiming at the IAV’s antibody responses provides hope for a “universal” Influenza vaccine. 
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